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Abstract

There has been increasing attention given to the way in which 
racial genetic clusters are constructed within population genet-
ics. In particular, some scholars have argued that the conception 
of “whiteness” presupposed is such analyses is inherently prob-
lematic. In light of these ongoing discussions, this article aims to 
further clarify and develop this implicit relationship between white-
ness, purity and contemporary genetics by offering a Foucauldian 
critique of the discourse of race within these genetic admixture 
studies. The goals of this article, then, are twofold: first, to unearth 
some of the presuppositions operative in this genetics discourse 
that make possible a biological conception of race; and second, 
to examine some of the social and historical origins of those pre-
suppositions. To this end, this article provides a brief genealogy 
of racial purity beginning with its formal legal codification in the 
one-drop rule.
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Many scholars argue that biological races do not exist (Sussman 2014; 
Templeton 2014; Roberts 2011; Graves 2005). However, some contempo-
rary population geneticists purport that racial classifications correspond to 
real biological distinctions and that some races are genetically more suscep-
tible to certain diseases: African American women to breast cancer, African 
American men to prostate cancer and Mexicans to type-2 diabetes (Risch et al. 
2002; Rosenberg et al. 2002; Palmer et al. 2013; SIGMA 2014; Han et al. 
2015). These conclusions have sparked intense debate across multiple disci-
plines about the metaphysical, epistemic and ethical implications of a new 
science of race. Within these debates, some scholars have expressed concerns 
regarding the extent to which, if any, this new genetic understanding of race 
relies upon a number of problematic presuppositions about racial groups 
(Montoya 2012; El-Haj 2012; Pollock 2012). In particular, some have argued 
that this new genetics discourse on race is committed to a problematic notion 
of whiteness (Wailoo 2011; Roberts 2011; Rajagopalan and Fujimura 2012).

To elaborate, as Rajagopalan and Fujimura note, researchers claim 
that contemporary racial and ethnic groups are an admixture of multiple 
races. African Americans, for example, are a combination of African and 
Caucasian; and, as such, to represent the ancestral African line, samples 
are collected from peoples of sub-Saharan Africa who are thought to be 
historically isolated and therefore genetically unmixed (or, at the very 
least, mixed only to some minuscule degree) (Rajagopalan and Fujimura 
2012). For Caucasians, however, no such complication arises and samples 
are collected from contemporary Caucasians, who as a group are thought 
to have remained largely unaffected by gene flow from other races. This, 
Rajagopalan and Fujimura argue, is a gross commitment to the “fixity of 
whiteness”—to the presupposition that whiteness is a rigid and permanent 
quality whose purity cannot be diminished (ibid., 152; author’s emphasis).

In light of these ongoing discussions, this article aims to further clarify 
and develop this implicit relationship between whiteness, purity and con-
temporary genetics by offering a Foucauldian critique of the discourse of 
race within these genetic admixture studies. The goals of this article, then, 
are twofold: first, to unearth some of the presuppositions operative in this 
genetics discourse that make possible a biological conception of race; and 
second, to examine some of the social and historical origins of those pre-
suppositions. To this end, I provide a brief genealogy of racial purity begin-
ning with its formal legal codification in the one-drop rule. In section 1, 
I will briefly discuss the method of critique this article follows. In sections 2 
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and 3, I examine the presuppositions inherent in discussions of race within 
population genetics—section 2 focuses on race and genetic clusters, and 
section 3 on genetic admixture and ancestry. Following this analysis, in 
section 4, I offer a genealogy of racial purity beginning with the one-drop 
rule. The intention is to expose whether any continuity exists between the 
presuppositions of the one-drop rule and those of contemporary genetics. 
Finally, in section 5, I offer a few concluding remarks.

1. Critique, Discourse, and Genealogy

Before proceeding to the analysis, I will very briefly provide a few method-
ological notes about the style of critique this article adopts and a potential 
advantage that emerges from it.

A Foucauldian critique is concerned with analyzing the unique dis-
courses, or “certain ways of speaking,” of different disciplines at particular 
moments throughout history (Foucault 2010). As Foucault writes, “one can-
not speak of anything at any time; it is not enough for us to open our eyes, 
to pay attention, or to be aware, for new objects suddenly to light up and 
emerge out of the ground” (Foucault 2010, 45). Rather, discourse constructs 
the topic by defining and producing objects of knowledge (Alcoff 2008). In 
turn, these objects of knowledge are meaningful to the extent that they oper-
ate stably within a discourse (ibid.). The purpose of Foucauldian critique, 
then, is to examine the underlying order of these discourses—to unearth 
the rules, systems and procedures that form particular discursive practices. 
Adopting this framework, this article seeks to understand the underlying 
structure that supports and maintains, and thereby makes possible, that par-
ticular discourse at that particular historical epoch.1 As such, this article will 
be concerned, first, with exposing the set of presuppositions to which the 
contemporary discourses of genetics and race is necessarily committed; and, 
second, with examining the extent to which those presuppositions owe their 
emergence within contemporary genetics to the legacy of the one-drop rule.

Scientific Legitimacy and Scientifically Legitimation

It will be useful to note here that employing this style of critique allows us 
to respond to the objection that critical projects on race and genetic sim-
ply fail to acknowledge the scientific legitimacy of contemporary genetics. 
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More specifically, the failure, so goes the objection, is either to recognize 
that the concepts of contemporary genetics are not the byproducts of an 
explicitly racist eugenics program, but of rigorous scientific analysis that 
concludes that they are statistically significant variables. Or, alternatively, 
that race, even if not biologically real, is a valid and useful category within 
genetic or biomedical studies operating under well-ordered scientific 
research programs (Spencer 2012). The problem, in short, is that critical 
projects fail to recognize the scientific legitimacy of the concepts they 
seek to critique.

Now, one advantage of a Foucauldian critique is that makes clear the 
distinction between scientific legitimacy, as a status bestowed upon a par-
ticular discourse, and scientific legitimation, or the set of presuppositions 
by virtue of which a discourse is designated as scientifically legitimate. 
That is, following Foucault’s insights on the development of biology, this 
project understands scientific legitimacy as a historically situated criterion 
supported and maintained by a complex set of knowledge and power rela-
tions (Foucault 2012; Foucault 1998). As such, each historical epoch has its 
own conceptualization of scientific legitimacy that is itself defined, regu-
lated and constructed by a specific set of historically contingent presuppo-
sitions. Those presuppositions set the standard of what can and cannot be 
designated as scientifically legitimate during the period.

Noting this distinction is particularly important for critical projects on 
race and science. To elaborate, consider the race sciences of the nineteenth 
and twentieth centuries. Using this distinction, we are able to recognize 
that although claims regarding the biological inferiority of nonwhites seem 
justifiably problematic from our contemporary perspective, such claims 
were scientifically legitimate within their own historical epoch. Such claims 
were a part of a scientific discourse made possible, precisely as a scien-
tific discourse, by a particular form of power/knowledge operational at the 
time that legitimatized racist knowledge. The problem of the race sciences, 
then, was not scientific legitimacy, but rather the set of presuppositions 
that supported it and the power relations that helped construct it.2

Following this insight, this project is not concerned with questioning 
the scientific legitimacy of contemporary genetics studies.3 It is not con-
cerned, for example, with debating whether genetic studies demonstrate 
that racial groups constitute genetic clusters are valid or not (Spencer 
2014; Glasgow 2009; Kittles and Weiss 2003). Indeed, this article begins 
with the acknowledgment that contemporary genetic studies on race are 
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scientifically legitimate. That legitimacy is precisely why philosophical 
critiques of the discourse, as opposed to reproaches by members of the 
scientific community, are necessary. Instead, the purpose is to gain greater 
conceptual clarity on the notion of race operative in these studies, focusing 
in particular on whiteness and purity. After all, even if those studies are 
valid, and a statistically significant correlation is found between two sets of 
observations, it remains nevertheless important to examine the concepts 
being employed by geneticists to label and describe their data and findings.

2. Genetic Racial Clusters4

The following will examine the use of race in contemporary population 
genetics. Specifically, the claim that the five races constitute genetic clus-
ters, and in particular how the U.S. Census racial designations and self-
identified race are employed to reach that conclusion. Section 3 focuses 
on genetic admixture, and in particular the construction of ancestral 
populations.

Racial Genetic Clusters

As Risch et al. explain, distinct populations outside of Africa arise from one 
or more migration events from the continent within the last 100,000 years 
(Risch et al. 2002). At the genetic level, the most variation is seen within 
Africans, with those outside of Africa representing either subsets of that 
variation or newly arisen variants. Genetic differentiation among popula-
tions depends on degree and duration of separation from genetic ancestors: 
isolation and in-breeding strengthen such differentiation, while migration 
and inter-breeding reduce it. As such, if human populations mated ran-
domly, then there would be no such basis; however, for geographic, socio-
logical and cultural reasons (among others), distinct human populations 
have not and do not currently mate randomly, either globally or locally in 
the United States.

Most population genetic studies focus on human evolution and the 
genetic relatedness of indigenous people from various continents. These 
groups would not accurately correspond with traditionally defined racial 
groups found in the United States if genetic admixture between races either 
had occurred or is occurring to a significant degree. As Risch et al. further 
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note, “mating patterns are far from random. The tendency toward endog-
amy is reflected within the 2000 U.S. Census” (Risch et al. 2002, 332). The 
Census allows individuals to report themselves as either of a single race or 
mixed race; it provides six racial categories: (i) White, (ii) Black or African 
American, (iii) American Indian and Alaska Native, (iv) Asian, (v) Native 
Hawaiian and other Pacific Islander, and (vi) some other race. In the 2000 
Census, 97.6 percent of respondents identified as belonging to a single 
race. Of this 97.6 percent, only 5.5 percent self-identified as belonging to 
‘some other race.’ However, as Risch et al. further note, of this 5.5 percent, 
approximately 97 percent identified as Hispanics.5 This provides further 
support for Risch et al. (2002) that “from both an objective and scientific 
(genetic and epidemiologic) perspective there is great validity in racial/eth-
nic self-categorizations” (ibid., 325).

Importantly, then, for Risch et al., the results from the Census and 
genetic studies entail that racial groups constitute distinct genetic clusters, 
or discrete populations distinguishable by a set of genetic markers due to 
shared ancestry (Jorde and Wooding 2004). Now, despite this claim, geneti-
cists do not fail to recognize the historical impact of slavery and colonialism 
on the genetic makeup of contemporary racial groups. However, as Risch 
et al. remark, gene flow from non-Caucasians into the Caucasian popula-
tion “has been modest” (Risch et al 2002, 330). Gene flow from Caucasians 
into African Americans, however, has been greater: “several studies have 
estimated the proportion of Caucasian admixture in African Americans to 
be approximately 17%, ranging regionally from about 12% to 23%” (ibid.). 
Asians and Pacific Islanders have been less influenced by admixture and 
thus more closely resemble their indigenous ancestral groups. Thus, while 
some admixture among the racial groups has indeed occurred, given the 
dominant trend toward intraracial breeding, the five racial groups never-
theless constitute unique genetic clusters.

However, because some admixture has occurred, a distinction must 
be made between present-day racial populations and ancestral popula-
tions that are posited as “isolated pure types” (Rajagopalan and Fujimura 
2012, 148). For example, the ancestral African race is regarded as an unad-
mixed population, whereas present-day African Americans are described 
as an admixture of African (~70–80 percent) and Caucasian (~20–30 
percent) (Bryc et al. 2015; Zakharia et al. 2009). Some studies also identify 
a marginal Native American ancestry—Baharian et al., for example, esti-
mate a 1.2 percent of such ancestry among African Americans (Baharian 
et al. 2016).
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Race and History

Now, before turning to the issue of purity and genetic admixture in the fol-
lowing sections, it will be crucial to examine the assumptions that underlie 
the claim that, historically, intraracial breeding was the norm. First, while 
contemporary groups may be genetically admixed, it is still possible to 
determine that there were five ancestral groups given the worldwide ten-
dency toward intraraciality. Second, because the trend to interraciality is 
more recent, and influenced predominately by large-scale events such as 
colonialism and slavery, it is remains possible that unadmixed populations 
may still exist from whom samples may be collected. Third, given that the 
tendency toward intraraciality is still evident in the U.S. Census, appealing 
to the five races is scientifically and medically beneficial.

Importantly, if instead of the isolationist picture of human migration 
and civilization utilized by geneticists, greater migration and interbreeding 
between populations were taken as the norm, then the validity of this pre-
supposition would quickly come into question. To be clear, I am not here 
suggesting a thought-experiment—there is evidence that substantial racial 
and ethnic mixture occurred throughout human history. For example, in 
Africa, there is a long history of racial mixing between Africans, Arabs and 
Europeans (Kamalu 2007; Haseeb 2012). Likewise, interracial relationships 
between Asians, especially Eastern and Southeastern Asians, and Europeans 
have occurred for centuries (Leupp 2003; Ocampo 2016). Throughout the 
Americas, interactions between European conquistadors and the indigenous 
people resulted in mixed-race children. Indeed, in Hispanic America espe-
cially, interracial relationships between Europeans, Native Americans and 
Africans produced complex racial hierarchies known as “castas” that desig-
nated specific names to particular mixtures: for example, “mestizos” were 
the offspring of a Native America and a European, “mulatos” were a mixture 
of European and African, and “zambos” a mixture of African and Native 
American (MacLachlan and Rodriguez 1990). Even the much shorter history 
of the United States is ripe with racial admixture. Indeed, as historian Henry 
Yu notes, “continual migration and biological admixture have been the rule 
rather than the exception in the U.S. history,” and additionally “that this his-
tory of migration and mixture has been erased or distorted as much with 
theories of culture as with racial theories based on biology” (Yu 2002, 333).

Granted, relative to the 100,000 years of homo sapiens, such events 
are still recent. However, recollecting these histories is significant for sev-
eral reasons: first, it highlights the extent to which interracial admixture 
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has been the social and cultural norm throughout the world for centuries, 
which in turn raises serious concerns about the legitimacy of presently dis-
covering unadmixed ancestral populations. This, in turn, will have impli-
cations for understanding the implicit notion of Whiteness indicated by 
Rajagopalan and Fujimura (Rajagopalan and Fujimura 2012). Moreover, 
the import of this isolationist account is not merely in how it describes 
racial admixture in the past, but how it is re-employed to maintain a nar-
rative of racial homogeneity within contemporary racial groups. As noted 
above, geneticists utilize self-reported racial identity and the U.S. Census 
categories as their starting point in categorizing individuals (Jorde and 
Wooding 2004; Risch et al. 2002). This appeal to the Census is striking 
because, in the United States, it is so commonplace to refer to oneself as 
being of a single race that the 2000 Census was the first to even include 
an option for ‘mixed race.’ (U.S. Census Bureau 2001). While the “mixed 
race” population grew by 32 percent between 2000 and 2010, only 2.9 per-
cent self-identified as of more than one race during the 2010 Census (U.S. 
Census Bureau 2012). Now, in light of their presumption that intraraciality 
has been the historical norm, these results are observed by geneticists as 
a continuation of that norm. However, if, as I have suggested here, inter-
raciality has been the worldwide norm for centuries (extending prior to 
European colonialism), then it becomes unclear whether the Census is 
merely tracking longstanding mating norms or reflecting the fraught his-
tory of racial classifications (and reclassifications) within the United States.

3. Genetic Admixture and Racial Purity

In the previous section, I examined the anthropological and historical evi-
dence used by geneticists to support their conclusion that there exist five 
distinct racial clusters. Of particular interest was examining the underlying 
assumption of historical intraraciality. Here I will turn explicitly to the issue 
of genetic admixture, focusing in particular on how the ancestral African 
and Caucasian populations are constructed.

Genetic Admixture

As Rajagopalan and Fujimura note, to construct racial admixtures, two 
variables are necessary. First, genomic markers called ancestry-informative 
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markers (AIMs) are needed. AIMs are a subset of genetic markers known 
as SNPs, or single nucleotide polymorphisms, which are sites within the 
genome where variation between different peoples is observed. Second, 
because these genetic studies presuppose that contemporary races are, 
to varying degrees, admixtures of multiple races, ancestral populations 
are constructed to make the analysis possible (Rajagopalan and Fujimura 
2012). As noted above, these ancestral populations are akin to “isolated 
pure types” that represent the unadmixed African, Caucasian, Asian, Pacific 
Islander and Native American races (Rajagopalan and Fujimura 2012, 148).

Genetic admixture studies utilize contemporary samples to estimate 
SNP frequencies and thereby select AIMs for their studies. As Rajagopalan 
and Fujimura further explain, genetic samples from those self-identifying 
as White are collected and labeled as “European Americans.” These samples 
are taken as stand-ins for the ancestral European population. Meanwhile, 
because African Americans are thought to have ancestors from Western 
Africa, samples are collected from individuals from either Western or sub-
Saharan Africa (ibid., 151). These samples are taken to represent the ances-
tral African population. In each case, SNP frequencies are estimated and 
used to represent their respective ancestral populations. Finally, AIMs are 
constructed by “by comparing the SNP frequencies they had constructed 
for ‘ancestral European’ and ‘ancestral African’ groups [and selecting] 
those markers with large frequency differences between the two ‘ancestral 
populations’” (ibid.).

In this series of transformations, it is evident that researchers are 
committed to a genetic continuity between contemporary populations 
and ancestral ones. The assumption of intraraciality as a historical norm 
explains this commitment. Because contemporary Whites were for the 
most part genetically isolated, they still bear a genetic relatedness to 
ancestral Europeans. The same holds true for contemporary Western and 
Sub-Saharan Africans. Given the assumption of intraraciality, geneticists 
can avoid the issue of generational and geographic separation between 
contemporary and ancestral populations. As such, geneticists are able 
to “assume that SNP frequencies in contemporary ‘European American’ 
samples can be treated as equivalent to the frequencies in the ‘ancestral 
European’ peoples that supposedly contributed DNA to contemporary 
African Americans” (Rajagopalan and Fujimura, 2012, 148). Importantly, 
this further assumes both that European Americans have, despite interac-
tions with other races, remained largely unchanged genetically, and that 
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the categories of “White” and “European American” are interchangeable. 
Rajagopalan and Fujimura further note that even the categories of 
“European” and “European American” are sometimes used interchange-
ably, “even though both of these so-called groups can be considered to be 
very heterogeneous in themselves” (ibid., 151).

As noted, this treatment of contemporary Whites as essentially 
unchanged from their ancestral counterparts constitutes for Rajagopalan 
and Fujimura, a commitment to “the fixity of whiteness” (ibid., 152; author’s 
emphasis). Again, given the intraraciality assumption, it is expected that 
contemporary groups mirror their ancestral counterparts to a great degree. 
What makes the case of contemporary Whites peculiar, however, is that while 
they have remained largely genetically unchanged, other groups, such as 
African Americans, have seen their genetic make-up substantially changed 
from encounters with Europeans. As noted above, African Americans have 
approximately 20 percent Caucasian ancestry (Risch et al. 2002). But, what 
explains this one-directionality of gene flow? What explains the “the fixity 
of whiteness”? The rest of this article will concentrate largely on addressing 
this question by offering a genealogy of miscegenation and the one-drop 
rule in the United States. Specifically, it suggests that this assumed one-
directionality is derivate of the social and legal codification of whiteness set 
forth by the one-drop rule.

HapMap and Race-Based Research

However, before proceeding to this genealogy, it will be worth addressing 
a potential concern: specifically, it may be objected that Rajagopalan and 
Fujimura’s description of how AIMs are constructed is too broad and does 
not take into account policy efforts intended to avoid exactly the kinds of 
gross assumptions their analysis highlights. For example, one commonly 
used set of population samples is provided by the HapMap—a haplotype 
map of the human genome being developed by the International HapMap 
Project (Genetics Home Reference, 2015). While the HapMap collects sam-
ples from several continents, it follows a strict and precise classificatory sys-
tem. For instance, the HapMap collects samples from the Yoruba of Ibadan, 
Nigeria (ibid.). Although this population is sampled specifically because 
of the assumption that African Americans have ancestry from Western 
Africa, the HapMap is clear that the Yoruba do not represent the entire 
region or continent. As they note, “while not genetically ‘atypical,’ [these 
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population samples do] not necessarily represent all Yoruba people, whose 
population history is complex. The population should not be described 
merely as ‘African,’ ‘Sub-Saharan African,’ ‘West African,’ or ‘Nigerian,’ 
since each of those designators encompasses many populations with dif-
ferent geographic ancestries” (Coriell Institute for Medical Research, 2017). 
Instead, the HapMap recommends using the abbreviation “YRI” when 
referring to the sample. Similarly, the HapMap recommends that genetic 
samples collected from “Utah residents with ancestry from northern and 
western Europe” not be labeled “European,” “Caucasian” or “White,” but 
rather abbreviated CEU or CEPH (International HapMap Project, 2005).

Prima facie, then, these guidelines should curb the methodological 
errors that Rajagopalan and Fujimura identify. However, in the literature, 
these abbreviations and traditional racial classifications are routinely con-
flated. For example, in several studies, the HapMap samples are labeled as 
“European ancestry (CEU)” and “African ancestry (YRI)” (Jittikoon et al. 
2016; Tao et al. 2016; Santos et al. 2016). Similarly, other studies identify 
the samples as “Caucasian (CEU)” (Partyka et al. 2015; Bush and Haines 
2014; Prasad et al. 2012; Huang et al. 2009). Indeed, a 2014 study examin-
ing the genetic association between racial identification and Alzheimer’s 
Disease used data from the Alzheimer’s Disease Neuroimaging Initiative 
(ADNI) of subjects self-identified as “White” in conjunction with the CEU 
samples from HapMap—effectively treating the CEU samples as indistin-
guishable from those of self-identifying Whites (Sharp et al. 2014). To be 
clear, then, while the HapMap may provide guidelines that, if enforced, 
could avoid the problem Rajagopalan and Fujimura identify, in practice, 
the problem persists. The CEU/CEPH samples are taken to be representa-
tive of the ancestral European (or Caucasian) population, while the YRI 
samples are used to stand in for the ancestral African population. In treat-
ing contemporary Whites as genetically unchanged from their ancestral 
counterpart, these studies highlight the persistence of the “the fixity of 
whiteness.” The question, now, is what explains this phenomenon?

4. Genetic Admixture, Purity, and the One-Drop Rule

The treatment of Whites as genetically unchanged from their ancestral pop-
ulation is troubling. Indeed, given their historical interactions with other 
populations, most notably Africans and Native Americans, it is striking that 
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the only genetic residuals of these engagements are to be found in other 
populations. This section will concern itself with why this presupposition 
persists. Specifically, I posit that examining the history of the one-drop rule 
may provide useful insight into understanding the presupposition that 
contemporary Caucasians are genetically unchanged from their ancestral 
population.

Racial Mixture in the Eighteenth and Nineteenth Centuries

Interracial relationships occurred both prior to and during the centuries 
of the slavery in the United States. For example, by the late eighteenth and 
early nineteenth century, the offspring produced by interracial relationships 
poised a considerable problem to the social structure in Virginia. While the 
norm had been to regard those of darker complexions as naturally inferior, 
by then, “Europeans and Africans had become so genetically intertwined 
that the visual cues white Virginians depended on to distinguish people 
believed to be ‘negro’ or ‘mulatto’ from ‘white’ occasionally failed them” 
(Rothman 2003, 9). As such, the public race discourse evolved to include 
categories such as “white negro,” “mixed blood” and “socially white” (ibid.).

Legally, however, these categories presented serious challenges for law-
makers as many laws and regulations varied depending on whether or not 
the person was White or Black. For example, in 1785, Virginia enacted a law 
that made Blacks and ‘mulattoes’ unable to testify against a white man in 
court (Rothman 2003). Similar laws, commonly known as the Black Codes, 
were enacted throughout Southern states following the Civil War and were 
meant as a way of restricting the social, economic and political power of 
freed Blacks (Palmer 2006). Now, to be clear, states like Virginia had estab-
lished legal definitions for those of mixed-race; however, lack of evidence 
sometimes made enforcing those definitions difficult. For instance, in 
1822, Virginia law stated that for a person to be mulatto, s/he must have 
at least one-quarter of African ancestry (Saldivar 2014). Because such laws 
made defining a person’s race a genealogical project wherein friends, rel-
atives and members of the community had to attest to a person’s racial 
background, such laws were unable to delineate rigid classifications.

By the 1850s, White Virginians began demanding for clear laws to dis-
tinguish Whites from Blacks. As Rothman writes, “white preoccupation 
with ‘blood,’ racial purity and a strict color line escalated amid the intensi-
fying sectional crisis and the efforts of people of mixed ancestry to exploit 
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racial ambiguity to their advantage. Especially in Richmond, editors and 
municipal authorities began calling for the attachment of new and extraor-
dinary levels of exclusivity to whiteness in law, and state lawmakers joined 
the public debate” (Rothman 2003, 206). The notion that those of African 
descent could beget children able to cross the color line and enjoy the same 
rights and privileges as Whites was seen as a threat to the socioeconomic 
order defined by racial discrimination.

The One-Drop Rule

While Tennessee became the first state to codified into law the “one-drop 
rule” in 1910, by the end of the nineteenth century, Jim Crow segregation 
had already been established (Sweet 2005). From its inception, Jim Crow 
laws relied heavily on miscegenation laws to maintain clear distinctions 
between Whites and Blacks. As F. James Davis writes, “The one-drop 
rule and the symbol of white womanhood, which meant no sexual con-
tact between white females and black males, were crucial to the perpetua-
tion of the Jim Crow system” (Davis 1995, 123). He continues, “Mixed-race 
children in white homes were not tolerated because, as under slavery, they 
threatened the system” (ibid.). The solution, then, was to re-identify anyone 
of mixed-race as Black, thereby ensuring the stability of the system.

Now, to be clear, such miscegenation laws were contested by some poli-
ticians in the late nineteenth century. For example, according to one report, 
George Tillman, a Democratic politician from South Carolina, argued in 
1895 that, it is a “scientific fact that there was not a full-blooded Caucasian 
on the floor of the Convention. Every member had him a certain mixture 
of Mongolian, Arab, Indian or other colored blood” (Rogers 2014, 367). 
Nevertheless, while such claims may have been accurate, maintaining white 
supremacy required no ambiguity between the races; and, because the racial 
discourse of the era operated upon a strict dichotomy of White or Black, it 
required establishing racial purity as the criterion for whiteness. Thus, the 
1920 Census, adopting the one-drop rule, defined White as follows: “The 
term ‘white’ as used in the census report refers to person understood to be 
pure-blooded whited. A person of mixed blood is classified according to the 
nonwhite racial strain or, if the nonwhite blood itself is mixed, according to 
his racial status as adjudged by the community in which he resides” (U.S. 
Census 1922, 10). By the 1930 Census, the category for ‘mulattoes’ was no 
longer included, as it had been since 1850 (Hickman 1997).
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During Jim Crow segregation, the one-drop rule had clear political 
implications. For example, in Virginia, Walter Plecker, who drafted and lob-
bied for the Racial Integrity Act of 1924 and the one-drop rule in the state, 
argued that maintaining racial purity among Whites was necessary for pre-
serving the stability of the nation. As he wrote, “The white race in this land 
is the foundation upon which rests its civilization, and is responsible for 
the leading position which we occupy amongst the nations of the world” 
(Plecker 1924, 114–115). Interracial relationships threatened this foundation 
by introducing the inferior qualities inherent in nonwhite blood into the 
White population. To avoid this, not only was racial segregation necessary, 
but additional work was required to ensure that any family with nonwhite 
blood, regardless of how little, was removed from the proximity of Whites. 
Because of this, throughout the 1930s and 1940s, Plecker, who was notably 
also the first registrar of Virginia’s Bureau of Vital Statistics, had the racial 
classification of many self-identifying whites (including whole families) 
changed to Black, if any evidence suggested African ancestry (Egloff and 
Woodward 2006). Maintaining the one-drop rule, then, was not only about 
regulating the social, economic and political rights of whiteness, but of man-
aging the health and protecting the health of the population—it was con-
cerned with a biopolitics that sought to safeguard the vital and productive 
forces Whites from racial decay (McWhorter 2009; Sullivan 2012).

There are four important points to emphasize here: first, the category 
of Whites is redefined such that only those with “no trace whatsoever of 
any blood other than Caucasian” could be included (Johnson 2003). As the 
eugenicist Madison Grant wrote, “The cross between a white man and a 
Negro is a Negro; the cross between a white man and a Hindu is a Hindu” 
(Grant 1916, 18). Second, those of mixed race are now classified according 
to either their greatest degree of nonwhite ancestry or their social classifi-
cation (as long as it is as a member of a nonwhite group). Third, all races, 
except Caucasian, now admit of degrees; however, these degrees do not sig-
nificantly impact one’s claim to belonging to a given nonwhite population. 
That is, an African American, for example, with parents and grandparents 
of African ancestry is regarded, for the purposes of the Census and by the 
logic of the one-drop rule, as being biologically and/or socially no differ-
ent than an African American with grandparents of Caucasian ancestry. 
Fourth, while social factors may be used to define one’s racial category, 
those are secondary to the degree of ‘blood’ and ancestry. Such details are 
merely additional information that may be used to sort out difficult cases 
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of ‘mulattoes.’ This, however, should not be surprising given that the one-
drop rule was intimately tied with eugenic ideas of racial purity.

The One-Drop Rule and Genetic Admixture

Historically, then, in the United States, there has been an overarching 
concern to maintain the exclusivity of one’s claim to Whiteness. The dis-
course of the one-drop rule stipulated that Whiteness was a zero-sum 
game wherein only those free of nonwhite blood could, not only legally, but 
biologically identify as Caucasian. Examining the history of the one-drop 
rule has several implications for contemporary claims regarding genetic 
admixture and whiteness.

First, the genetics discourse on race begins by noting that racial hege-
mony is reflected by U.S. Census data (Risch et al. 2002). However, that 
trend is deeply influenced by the decades of enforcement of the one-drop 
rule that forcibly classified those of mixed-race into a single nonwhite cate-
gory. The U.S. Census, then, does not reflect a tradition of racial hegemony, 
but the exclusion and erasure of multiracial and multiethnic peoples. To this 
point, it should be noted that the one-drop rule, while undeniably impor-
tant, is only one aspect of this erasure. As Hochschild and Powell note, 
the 1924 Immigration Act ended the Census recording of mixed parentage 
among Whites while likewise making it no longer necessary to add new 
Asian nationalities, and to even delete a few; and the Indian Reorganization 
Act of 1934 made recording the individual racial characteristics of Native 
Americans unnecessary (Hochschild and Powell 2008). In light of these 
legislative efforts, “The racial order settled on a few mutually exhaustive 
and exclusive categories—white, Negro, Indian, and several Asian nation-
alities” (ibid., 87). Any appeal to the racial classifications of the Census is, at 
the same time, an appeal to categories strategically manipulated to ensure 
the continuation of White supremacy. Far from a proof of intraraciality, the 
Census stands as a silent testament to the efforts of the United States to 
erase the longstanding history of interracial relationships in this country.

Relatedly, second, the five races of the U.S. Census are constructs 
derivative in large part from one-drop rule and its legacy. It is the reason 
why, say, Whites of varying European ancestry can nevertheless be grouped 
as a single race, as opposed to sub-divided into smaller units (based on 
nationality, for example). Its legacy is, likewise, a significant reason why 
the vast majority of U.S. Americans identify themselves as belonging to 
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a single racial group today. This point is worth emphasizing because, as 
noted above, genetic clusters are grouped based on genetic commonalities; 
however, the exact number of clusters is arbitrary. Instead of five clusters, 
geneticists could select six clusters. In fact, one study found that clustering 
populations into six group resulted in a genetic cluster consisting “largely 
of individuals of the isolated Kalash group, who speak an Indo-European 
language and live in northwest Pakistan” (Rosenberg 2002, 2382). The 
greater the number of clusters, the greater the degree of genetic simi-
larity. However, geneticists keep to five because it produces clusters that 
roughly correlate with the racial designations set forth by the Census and 
commonly used in the United States (ibid.). While geneticists may view 
these categories as convenient, and while its use may even yield certain 
social benefits, in using them, geneticists are introducing into their stud-
ies categories that have been crafted with the specific intent to maintain 
a structure of white supremacy. In including these categories, geneticists 
risk likewise including those presuppositions historically tied to those 
categories—presuppositions that, as noted above, seem to already be oper-
ant in the genetics discourse.6

Third, geneticists treat contemporary Whites as genetically unchanged 
from their ancestral population. Given that these studies rely on both the 
self-identified race of U.S. Americans and the U.S. Census categories, the 
presence of this commitment becomes clearer. The one-drop rule rein-
scribes whiteness as a permanent unchanging feature of an individual. That 
is, while others may possess some degree of White ancestry, they are not 
themselves White unless their entire ancestry leads back to Europe. Under 
the logic of the one-drop rule, any person self-identifying as White would 
necessarily be genetically identical to members of the ancestral European 
population—that is simply what being White means. Meanwhile, all other 
races are admixtures; however, these may be regarded as a single category, 
as in the case of African Americans, because they have an approximate 
degree of genetic similarity. Again, under the one drop rule, if one is of 
mixed descent, then one’s race is defined by one’s greatest quantity of non-
white ancestry. These are the same set of presuppositions evident in many 
contemporary genetic studies on race.

Fourth, the history of the one-drop rule and miscreation laws is, in addi-
tion, a history of sexual violence against women of color by slave masters and 
conquistadors (Ifekwunigwe 2004). For this reason, evidence of gene flow 
into, for example, the African genetic pool by Caucasians is understandable. 
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However, in treating contemporary and ancestral Caucasians as equivalent, 
geneticists posit a one-directionality to this flow, which seems to further 
assume that maintaining the purity of the race depends entirely on women. 
That is, a racial group becomes “admixed” if the women beget children 
with men from a different race. Men, therefore, can diminish the purity of 
other races, but cannot be themselves the cause of their own race’s “depu-
rification.” If Caucasians have remained genetically unchanged, then, it is 
because White women have not produced mixed-race children, or at least 
not to a significant degree. Such a presupposition both recall old tropes of 
the purity of White womanhood, and ignores the actual history of sexual 
liaisons between White women and Black men (Hodes 2014).

5. Conclusion

Given the history of race and science, there are strong prima facie reasons 
to be skeptical about a new science of race (Yudell 2014; Sussman 2014; 
Roberts 2011; Wailoo and Pemberton 2006). As Gannet argues, “That 
genome diversity is statistically distributed across populations of Homo 
sapiens and that biological anthropologists and human population geneti-
cists have embraced ‘population thinking’ offer no guarantee that human 
genome diversity research will be non-racist. Nor are empirical ‘facts’ that 
demonstrate ‘fundamental’ biological unity and genetic heterogeneity in 
Homo sapiens sufficient to eliminate biological racism” (Gannet 2001, 
S490–91). However, one must acknowledge from the outset that the mere 
inclusion of race as a category of interest does not therefore make contem-
porary population genetics racist. Instead, what is required is a critical per-
spective that examines the underlying assumptions on which the inclusion 
of race is grounded. It is the extent to which that discourse requires, as the 
condition of its possibility, problematic presuppositions about racial groups 
that must be determined.

This article has attempted to unearth some of these presuppositions, 
focusing on the issue of whiteness and purity. In doing so, this article 
has not sought to delegitimize the scientific methodologies employed by 
these studies, but rather to expose areas of concerns within the genetics 
discourse. The goal here is not to villainize the geneticists or biomedical 
researchers who use these concepts, but to encourage a critical dialogue 
that ensures that scientific abuses against people of color no longer persist.
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notes

1.	 This extending of Foucault’s genealogical framework from the human sciences to 

the “hard” science of genetics is not without some difficultly. After all, the question 

of scientific legitimacy will differ greatly when examining the biological sciences 

as opposed to psychiatry. However, as Foucault himself notes, the development of 

scientific knowledge is guided by “a body of anonymous, historical rules, always 

determined in the time and space that have defined a given period, and for a given 

social, economic, geographic, or linguistic era” (Foucault 2010, 117; Alcoff 2008, 

217). As such, while the hard sciences may operate differently at the level of dis-

course, it remains possible to critique the system of rules and regulations on which 

their discourses rest.

2.	 Of course, it is still possible to criticize the scientific legitimacy of the race sciences. 

However, such criticism would be anachronistic as the basis for the objection would 

be the failure of the race sciences to meet the contemporary standards for scientific 

legitimacy. While this is an important objection, it remains equally important to 

maintain that, within its own historical present, the race sciences were scientifi-

cally legitimate. While unsettling, this acknowledgment is central to understanding 

both how dangerous and intimately entangled within White supremacy the race 

sciences were.

3.	 There is, of course, an extensive literature that challenges the scientific legitimacy 

of these claims. Some noteworthy examples include Braun et al. (2007); Maglo 

et al., (2016); and Valles (2016).

4.	 The genetics literature on race is vast and offers a number of methodologies for 

examining the biological and biomedical significance of race. For the sake of brev-

ity, in this section, I only present one such avenue of analysis in some detail. That 

said, given the use of self-identified race and the racial categories of the U.S. Census 

found throughout these studies, I contend that an analysis of the presuppositions 

found in this early study by Risch et al. will have clear implications for the wider 

literature.

5.	 To elaborate, from a genetics perspective, Hispanics do not constitute a race as they 

fail to form a distinct genetic cluster: Mexican Americans, for example, are largely 

a mix of Caucasian and Native American ancestry, whereas Caribbean Hispanics 

have a greater proportion of African ancestry. As such, most of the 5.5 percent were 

referring to their ethnicity, not racial group (Risch et al, 2002, 331).

6.	 The use of these racial categories has sparked intense debate concerning whether 

these human populations should be classified according to ancestry as opposed 



257  ■  jordan liz

to race (McPherson, 2015; Fujimura and Rajagopalan, 2011; Race, Ethnicity, and 

Genetics Working Group, 2005). While such a substitution may be helpful, it is 

crucial to keep in mind that these discourses operate within a network of presup-

positions. A change at the level of discourse may not necessarily rid contemporary 

genetics of any problematic presuppositions, especially if those presuppositions are 

not identified from the outset.

works cited

Alcoff, Linda. 2008. “Foucault’s Philosophy of Science: Structures of Truth/Structures 

of Power.” In Continental Philosophy of Science, edited by Gary Gutting. Malden: 

Blackwell Publishing.

Arac, Jonathan. 2014. The American Novel 1870–1940, edited by Priscilla Wald and 

Michael A. Elliot. Oxford: Oxford University Press.

Baharian, S., et al. 2016. “The Great Migration and African-American Genomic 

Diversity.” PLoS Genetics 12(5): e1006059.

Braun, L, A, et al. 2007. “Racial Categories in Medical Practice: How Useful Are They?” 

PLoS Med 4 (9): e271. doi:10.1371/journal.pmed.0040271.

Bryc, Katarzyna; E. Y. Durand, M. Macpherson, D. Reich, and J. L. Mountain. 2015. “The 

Genetic Ancestry of African Americans, Latinos, and European Americans 

across the Untied States.” American Journal of Human Genetics 1(8): 37–53.

Bush, William S., and J. L. Haines. 2014. “Genotype Correlation Analysis Reveals 

Pathway-Based Functional Disequilibrium and Potential Epistasis in the 

Human Interactome.” Applications of Evolutionary Computation: 17th European 

Conference, EvoApplications 2014, Granada, Spain, April 23–25, 2014: Revised 

Selected Papers. EvoApplications (Conference) (17th: 2014: Granada, Spain), 

8602: 890–901. http://doi.org/10.1007/978-3-662-45523-4_72.

Cho, Mildred K. 2006. “Racial and Ethnic Categories in Biomedical Research: There Is 

No Baby in the Bathwater.” Journal of Law, Medicine and Ethics 34 (3): 497–99.

Coriell Institute for Medical Research. 2017. “Yoruba in Ibadan, Nigeria [YRI].” 

Coriell Institute for Medical Research. https://catalog.coriell.org/1/NHGRI/

Collections/HapMap-Collections/Yoruba-in-Ibadan-Nigeria-YRI

Davis, James F. 1995. “The Hawaiian Alternative to the One-Drop Rule.” In American 

Mixed Race: The Culture of Microdiversity, edited by Naomi Zack. Lanham, MD: 

Rowman and Littlefield.

Egloff, Keith, and Deborah B. Woodward. First People: The Early Indians of Virginia. 

Charlottesville: University of Virginia Press.

El-Haj, Nadia A. 2012. The Search for Jewish Origins and the Politics of Epistemology. 

Chicago: Chicago University Press.

Ellison, George T. H., and Ian Rees Jones. 2002. “Social Identities and the ‘New Genetics’: 

Scientific and Social Consequences.” Critical Public Health 12 (3): 265–82.

Foucault, Michel. 2010. The Archaeology of Knowledge, translated by A. M. Sheridan 

Smith. New York: Vintage Books.



258  ■  critical philosophy of race

———. 1998. “The Order of Things” in Essential Works of Foucault 1954–1984 Aesthetics, 

Method, and Epistemology, edited by James D. Faubion and Paul Rabinow. New 

York: The New Press.

Fullwiley, Duana. 2011. The Enculturated Gene: Sickle Cell Health Politics and Biological 

Difference in West Africa. Princeton, NJ: Princeton University Press.

Fujimura, J. H., and R. Rajagopala. 2011. “Different Differences: The Use of ‘Genetic 

Ancestry’ versus Race in Biomedical Human Genetic Research.” Social Studies 

of Science 41(1): 5–30.

Gannett, Lisa. 2001. “Racism and Humane Genome Diversity Research: The Ethical 

Limits of ‘Population Thinking’” Philosophy of Science 68 (3): S479–92

Genetics Home Reference. 2015. “Haplotype.” National Institutes of Health. http://ghr 

.nlm.nih.gov/glossary=haplotype.

Glasgow, Joshua. 2009. A Theory of Race. New York: Routledge.

Grant, Madison. 1916. The Passing of the Great Race: Or, the Racial Basis of European 

History. New York: Charles Scribner’s Sons.

Graves, Joseph Jr. 2005. The Race Myth: Why We Pretend Race Exists in America. New 

York: Penguin Group.

Hall, Stuart. 1992. “The West and the Rest: Discourse and Power.” In Formations of 

Modernity: Understanding Modern Societies, edited by Stuart Hall and Bram 

Gieben, 291. Cambridge: Polity Press/The Open University.

Han, Ying, et. al. 2015. “Generalizability of Established Prostate Cancer Risk Variants 

in Men of African Ancestry.” International Journal of Cancer 136 (5): 1210–17.

Haseeb, Khair El-Din. 2012. The Arabs and Africa. New York: Routledge.

Hickman, Christine B. 1997. “The Devil and the One Drop Rule: Racial Categories, 

African Americans, and the U.S. Census.” Michigan Law Review 95 (5): 

1161–1265.

Hochschild, Jennifer, and Brenna Powell. 2009. “Racial Reorganization and the United 

States Census 1850–1930: Mulattoes, Half-Breeds, Mixed Parentage, Hindoos, 

and the Mexican Race.” Studies in American Political Development 22: 59–96.

Hodes, Martha. 2014. White Women, Black Men. New Haven, CT: Yale University Press.

Huang, et al. 2009. “Population-Specific GSTM1copy Number Variation” Human 

Molecular Genetics 18 (2): 366–372.

Ifekwunigwe, Jayne O. 2004. “Rethinking ‘Mixed Race’ Studies.” In “Mixed Race” 

Studies: A Reader, edited by Jayne O. Ifekwunigwe. New York: Routledge.

Jittikoon, J., et al. 2016. “Comparison of Genetic Variation in Drug ADME-Related Genes 

in Thais with Caucasian, African and Asian HapMap Populations.” Journal of 

Human Genetics 61 (2): 119–27

Jorde, Lynn B., and Stephen P. Wooding. 2004. “Genetic Variation, Classification and 

‘Race.’” Nature Genetics 36: S28–33.

International HapMap Project 2005. “Guidelines for Referring to the HapMap 

Populations in Publications and Presentations.” International HapMap 

Project. http://hapmap.ncbi.nlm.nih.gov/citinghapmap.html.en.



259  ■  jordan liz

Kamalu, Chukwunyere. 2007. The Little African History Book: Black Africa from the 

Origins of Humanity to the Assassination of Lumumba and the Turn of the 20th 

Century. London: Orisa Press.

Kittles, Rick, and Kenneth Weiss. 2003. “Race, Ancestry, and Genes: Implications for 

Defining Disease Risk.” Annual Reviews: Genomics and Human Genetics 4: 

33–69.

Maglo, Koffi, Tesfaye B. Mersha, and Lisa J. Martin. 2016. “Population Genomics 

and the Statistical Values of Race: An Interdisciplinary Perspective on the 

Biological Classification of Human Populations and Implications for Clinical 

Genetic Epidemiological Research.” Frontiers in Genetics 7 (22): doi: 10.3389/

fgene.2016.00022.

McPherson, Lionel K. 2015. “Deflating ‘Race’” Journal of the American Philosophical 

Association 1 (4): 674–93.

Mersha, Tesfaye B., and Tilahun Abebe. 2015. “Self-Reported Race/Ethnicity in the 

Age of Genomic Research: Its Potential Impact on Understanding Health 

Disparities.” Human Genomics 9 (1): doi: 10.1186/s40246-014-0023-x.

Montoya, Michael J. 2012. Making the Mexican Diabetic: Race, Science, and the Genetics of 

Inequality. Berkeley: University of California Press.

Leupp, Gary P. 2003. Interracial Intimacy in Japan: Western Men and Japanese Women, 

1543–1900. New York: Continuum.

MacLachlan, Colin M., and Jaime E. Rodriguez. The Forging of the Cosmic Race: A 

Reinterpretation of Colonial Mexico. Berkeley: University of California Press.

McWhorter, Ladelle. 2009. Racism and Sexual Oppression in Anglo-America: A Genealogy. 

Bloomington: Indiana University Press.

Ocampo, Anthony. 2016. The Latinos of Asia: How Filipino Americas Broke the Rules of 

Race. Stanford, CA: Stanford University Press.

Palmer, Julie R., et. al. 2013. “Genetic Susceptibility Loci for Subtypes of Breast Cancer 

in an African American Population.” Cancer Epidemiol Biomarkers Prev 22: 

127–34.

Palmer, Vernon V. 2006. “The Customs of Slavery: The War without Arms.” The 

American Journal of Legal History 48 (2): 177–218.

Partyka, A. D. Woszczyk, T. Strzala, A. Szczepánska, A. Tomkiewicz, I. Frydecka, and 

L. Karabon. 2015. “Gene Polymorphisms of Novel Immunotolerant Molecule 

BTLA: Distribution of Alleles, Genotypes and Haplotypes in Polish Caucasian 

Population.” Archivum Immunologiae et Therapiae Experimentalis 63, 73–78.

Plecker, WA. 1925. “Virginia’s Attempt to Adjust the Color Problem.” American Journal 

of Public Health 15 (2): 111–15.

Pollock, Anne. 2012. Medicating Race: Heart Disease and Durable Preoccupations with 

Difference. Durham, NC: Duke University Press.

Prasad P., et al. 2012. “Caucasian and Asian Specific Rheumatoid Arthritis Risk Loci 

Reveal Limited Replication and Apparent Allelic Heterogeneity in North 

Indians.” PLoS One 7 (2): e31584.



260  ■  critical philosophy of race

Race, Ethnicity, and Genetics Working Group. 2005. “The Use of Racial, Ethnic, and 

Ancestral Categories in Human Genetics Research.” American Journal of 

Human Genetics 77 (4): 519–32.

Rajagopalan, Ramya, and Joan H. Fujimura. 2011. “Making History Via DNA, Making 

DNA from History: Deconstructing the Race-Disease Connection in 

Admixture Mapping.” In Genetics and the Unsettled Past: The Collision of DNA, 

Race and History, edited by Keith Wailoo, Alondra Nelson, and Catherine Lee. 

New Brunswick, NJ: Rutgers University Press.

Risch, Neil, Estaban Burchard, Elad Ziv, and Hua Tang. 2002. “Categorization of 

Humans in Biomedical Research: Genes, Race, and Disease.” In The Nature 

of Difference: Sciences of Race in the United States from Jefferson to Genomics, 

edited by Evelynn M. Hammonds and Rebecca M. Herzig. Cambridge, MA: 

MIT Press, 2008.

Roberts, Dorothy. 2011. Fatal Invention: How Science, Politics and Big Business Re-Create 

Race in the Twenty-First Century. New York: The New Press.

Rogers, J. A. 2014. Sex and Race, Volume 2: Negro-Caucasian Mixing in All Ages and All 

Lands—The Old World, Volume 2. Middletown, CT: Wesleyan University Press.

Rosenberg, Noah A., Jonathan K. Pritchard, James L. Weber, Howard M. Cann, Kenneth 

K. Kidd, Lev A. Zhivotovsky, and Marcus W. Feldman. 2002. “Genetic 

Structure of Human Populations”. Science 298 (5602): 2381–85.

Saldivar, Ramon. 2014. “Faulkner and the World Culture of the Global South.” In The 

American Novel 1870–1910, edited by Jonathan Arac. Oxford: Oxford University 

Press.

Santos, H. C., et al. “A Minimum Set of Ancestry Informative Markers for Determining 

Admixture Proportions in a Mixed American Population: The Brazilian Set.” 

European Journal of Human Genetics 24, 725–31. doi:10.1038/ejhg.2015.187.

SIGMA Type 2 Diabetes Consortium. 2014. “Sequence Variants in SLC16A11 Are a 

Common Risk Factor for Type 2 Diabetes in Mexico.” Nature 506, 97–101.

Sharp, A. R., et al. 2014. “Population Substructure in Cache County, Utah: The Cache 

County Study.” BMC Bioinformatics 15 (7): doi.org/10.1186/1471-2105-15-S7-S8.

Spencer, Quayshawn. 2014. “A Radical Solution to the Race Problem.” Philosophy of 

Science 81(5): 1025–38.

Spencer, Quayshawn. 2012. “What ‘Biological Racial Realism’ Should Mean.” 

Philosophical Studies 159 (2): 181–204.

Sulllivan, Nikki. 2016. “Foucault’s Body.” In Routledge Handbook of Body Studies, edited 

by Bryan S. Turner. New York: Routledge.

Sussman, Robert Wald. 2014. The Myth of Race: The Troubling Persistence of an Unscientific 

Idea. Cambridge, MA: Harvard University Press.

Sweet, Frank W. Legal History of the Color Line: The Rise and Triumph of the One-Drop Rule. 

Palm Coast, FL: Backintyme.

Tao, Yu, et al. 2016. “Evidence for Contribution of Common Genetic Variants within 

Chromosome 8p21.2-8p21.1 to Restricted and Repetitive Behaviors in Autism 

Spectrum Disorders.” BMC Genomics 17 (163): doi: 10.1186/s12864-016-2475-y.



261  ■  jordan liz

Templeton, Alan R. “Biological Races in Humans.” Studies in History and Philosophy of 

Science 44 (3): 262–71.

U.S. Census Bureau. 2012. “2010 Census Shows Multiple-Race Population Grew Faster 

Than Single-Race Population.” United States Census Bureau. https://www 

.census.gov/newsroom/releases/archives/race/cb12-182.html.

———. 2001. “The Two or More Races Population: 2000.” United States Census 

Bureau. <https://www.census.gov/prod/2001pubs/c2kbr01-6.pdf>

———. 1922. Fourteenth Census of the United States, 1920, Volume 3. Washington, DC: 

Government Printing Office.

Valles, Sean. (2016). “The Challenges of Choosing and Explaining a Phenomenon in 

Epidemiological Research on the ‘Hispanic Paradox.’” Theoretical Medicine and 

Bioethics 37 (2): 95–105.

Wade, Nicholas. 2006. Before the Dawn: Recovering the Lost History of Our Ancestors. New 

York: The Penguin Press.

Wailoo, Keith. 2011. How Cancer Crossed the Color Line. New York: Oxford University 

Press.

Wailoo, Keith, and Pemberton, Stephen. 2006. The Troubled Dream of Genetic Medicine: 

Ethnicity and Innovation in Tay-Sachs, Cystic Fibrosis, and Sickle Cell Disease. 

Baltimore, MD: The John Hopkins University Press.

Yu, Henry. 2002. “Tiger Woods at the Center of History: Looking Back at the Twentieth 

Century through the Lenses of Race, Sports and Mass Consumption.” In 

Sports Matters: Race, Recreation and Culture, edited by John Bloom and Michael 

Willard. New York: New York University Press.

Yudell, Michael. 2014. Race Unmasked: Biology and Race in the 20th Century. New York: 

Columbia University Press.

Zakharia, F., et al. 2009. “Characterizing the Admixed African Ancestry of African 

American.” Genome Biology 10 (12): R141. doi: 10.1186/gb-2009-10-12-r141.


